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The development of all vertebrate embryos requires the establishment of a three-dimensional coordinate system in order to pattern embryonic
structures and create the complex shape of the adult organism. During the process of gastrulation, the three primary germ layers are created under
the guidance of numerous signaling pathways, allowing cells to communicate during development. Cell–cell communication, mediated by
receptors of the Notch family, has been shown to be involved in mediating diverse cellular behaviors during development and has been implicated
in the regulation of cell fate decisions in both vertebrate and invertebrate organisms. In order to investigate a role for Notch signaling during
boundary formation between the mesoderm and endoderm during gastrulation, we manipulated Notch signaling in gastrula stage embryos and
examined gene expression in resultant tissues and organs. Our findings demonstrate a much broader role for Notch signaling during germ layer
determination than previously reported in a vertebrate organism. Activation of the Notch pathway, specifically in gastrula stage embryos, results in
a dramatic decrease in the expression of genes necessary to create many different types of mesodermal tissues while causing a dramatic expansion
of endodermal tissue markers. Conversely, temporally controlled suppression of this pathway results in a loss of endodermal cell types and an
expansion of molecular markers of mesoderm. Thus, our data are consistent with and significantly extend the implications of prior observations
suggesting roles for Notch signaling during germ layer formation and establish an evolutionarily conserved role for Notch signaling in mediating
mesoderm–endoderm boundaries during early vertebrate development.
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Once fertilized, the developing embryo must spatially and
temporally coordinate a multitude of cellular behaviors such as
proliferation, migration, apoptosis, and morphogenesis in order
to create a properly patterned multicellular organism. Pattern
formation is made possible through molecular mechanisms of
cell–cell communication, which allow cells to influence each
other’s fate and behavior. Vertebrate embryos rely extensively
upon inductive interactions to diversify their various cell types.
Cells can undergo changes either autonomously or by interaction
with their neighbors during development. Interestingly, these
signals can either stimulate or inhibit a given process, and the0012-1606/$ - see front matter D 2005 Elsevier Inc. All rights reserved.
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different developmental contexts, even within the same
organism.
Gastrulation marks the onset of changes in cell behaviors
that begin to shape an individual. During this complex process,
the embryo becomes a multilayered entity, with an outer layer
of ectoderm, an inner layer of endoderm, and an intermediate
layer of mesoderm. Within the patterned embryo, all tissues are
composed of cells from one or more of the three original germ
layers. Once formed, the cells of these three initial layers
assemble into the organ and tissue rudiments and, ultimately,
the functional organs and tissues which comprise the adult.
The rearrangement of cells during gastrulation not only
allows new cell–cell signaling to occur between cells that were
previously juxtaposed, but also culminates in the formation of
the three primary germ layers (for examples see, De Robertis et
al., 1994; Beetschen, 2001; Locascio and Nieto, 2001; Lu et88 (2005) 294 – 307
www.e
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must be further subdivided to create organ fields from which
functional organs and tissues arise. The patterning that occurs
during this early period of development is important for proper
boundary formation between the germ layers. While there is an
overall understanding of numerous signaling pathways that
contribute to formation of the three germ layers, to date, the
mechanisms which act to segregate these layers and the
molecules used to pattern embryonic organ fields remain
poorly understood. Characterizing the molecular events that
underlie the specification and patterning of the three germ
layers, as well as the subsequent creation of the primary organ
fields, is critical for understanding how complex structures are
formed during embryogenesis.
In recent years, Notch signaling has been shown to mediate
a wide array of cell fate decisions in both invertebrates and
vertebrates (for examples see: Artavanis-Tsakonas et al., 1999;
Weinmaster, 1997, 1998; Brennan and Gardner, 2002; Harper
et al., 2003; Schweisguth, 2004; Lai, 2004). Genetically
identified in Drosophila melanogaster almost 100 years ago,
Notch-like proteins and other members of the Notch signaling
pathway have now been identified in both invertebrate and
vertebrate species ranging from Caenorhabditis elegans (LIN-
12 and GLP-1) to humans, highlighting the considerable
conservation of this signaling pathway (Morgan, 1917; Coff-
man et al., 1990; Weinmaster et al., 1991, 1992; Reaume et al.,
1992; Bierkamp and Camos-Ortega, 1993; Lardelli et al., 1994;
Myat et al., 1996; Uyttendaele et al., 1996; Westin and Lardelli,
1997).
In the canonical pathway, the Notch receptor, a 300-kDa
transmembrane protein, functions both at the cell surface to
receive extracellular signals from one of its ligands (members
of the Delta or Serrate/Jagged gene families) and in the nucleus
to regulate gene expression (as reviewed in Artavanis-Tsakonas
et al., 1999; Weinmaster, 1998; Brennan and Gardner, 2002;
Harper et al., 2003; Schweisguth, 2004; Lai, 2004). Interaction
of either single-pass transmembrane ligand Delta or Serrate
(Jagged in vertebrates, LAG-2 and APX-1 in C. elegans) with
the Notch receptor induces cleavage within the cytoplasmic
domain of the protein allowing for the nuclear translocation of
the intracellular domain (ICD). Along with the transcription
factor Suppressor of Hairless [Su(H)] (also known as CBF-1/
RBPJn), the presence of ICD and Su(H) in the nucleus
activates downstream genes that include members of the Hairy
and Enhancer of Split complex [E/(spl)] (also known as HES in
vertebrates) family of proteins that encode repressive basic
helix–loop–helix (bHLH) transcription factors. These in turn
suppress expression of genes encoding activating bHLH factors
such as members of the Achaete–Scute (AS) and Atonal
families (also known as ASH and ATH families).
In Drosophila, Notch signaling has been found to mediate
cell fate decisions in tissues arising from all three original germ
layers (Corbin et al., 1991; Hartenstein et al., 1992; Han and
Bodmer, 2003). Similarly, Notch signaling in vertebrates
influences differentiation of many tissues including: neural
ectoderm, somites, T-lymphocytes, heart, and kidney (Austin et
al., 1995; Chitnis and Kintner, 1996; Conlon et al., 1995; De laPompa et al., 1997; Dorsky et al., 1997; Jen et al., 1997, 1999;
McLaughlin et al., 2000; Robey et al., 1996; Rones et al., 2000;
Wettstein et al., 1997). Although different combinations of
ligand, receptor, and downstream genes are involved in each of
these systems, all involve the initial expression of Notch and its
ligands throughout a field of equivalently specified cells.
Resolution of this pattern such that ligand and receptor become
expressed preferentially in different cells establishes the basis
for the intercellular signaling that eventually subdivides a tissue
field into distinct cell types (as reviewed in Artavanis-Tsakonas
et al., 1999).
Earlier studies have led to the notion that Notch signaling
can function to both inhibit differentiation and maintain
multipotent cells in a precursor state (Austin et al., 1995;
Dorsky et al., 1995; Wang et al., 1998; Le Roux et al., 2003).
In this model, subsequent release from Notch signaling is
envisaged to permit the precursor to differentiate. Changes in
local differentiation cues or a shift in competence of the
precursor populations can result in secondary, or even tertiary,
fates arising with successive rounds of release from Notch
signaling. Such a model may account for cell fate decisions
taking place during the patterning of early organ fields.
Numerous studies have shown that Notch signaling is
essential for cell fate decisions involving later patterning and
morphogenesis of organs and tissues, including mesodermally
derived organs such as the heart and kidney, establishing a
clear role for Notch signaling during organ formation (Rones
et al., 2000; McLaughlin et al., 2000). Interestingly, many
laboratories have observed the expression of Notch and related
family members in all three germ layers during much earlier
stages of development in both vertebrate and invertebrate
systems (Coffman et al., 1990; Appel et al., 1999; Jen et al.,
1997, 1999; Caprioli et al., 2001; Lamar et al., 2001; Latimer et
al., 2002; Li et al., 2003; Lopez et al., 2003, 2005).
The identification and subsequent characterization of a sea
urchin Notch orthologue, LvNotch, suggested a new role for
Notch signaling during early cell fate decisions used to
establish germ layers during early embryogenesis (Sherwood
and McClay, 1997, 1999; Sherwood and McClay, 2001).
Subsequent studies in Xenopus and zebrafish have demonstra-
ted a role for Notch signaling in the patterning of three midline
structures: floorplate, notochord, and hypochord (Appel et al.,
1999; Latimer et al., 2002; Lopez et al., 2003, 2005). For
example, based on their work in Xenopus, Lopez and
colleagues proposed that Notch signaling mediates a binary
cell fate choice during early development, resulting in the
segregation between floorplate and notochord precursors
(Lopez et al., 2003). Of particular interest, although not all of
the experiments conducted allowed for temporal regulation of
Notch signaling, they clearly demonstrated that activation of
Notch signaling in gastrula stage embryos decreased expres-
sion of two notochord patterning genes, Xbra and chd, while
suppression of Notch signaling produced the opposite effect
(Lopez et al., 2003). Several studies examining midline cell
fate specification in zebrafish have also suggested a role for
Notch signaling during the formation of the floorplate,
notochord, and hypochord (Appel et al., 1999; Latimer et al.,
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manipulate Notch activity in a temporally regulated fashion,
the activation of Delta–Notch signaling markedly induced a
subset of midline precursors to develop into hypochord tissue
(Latimer et al., 2002). However, given that the lineage of the
hypochord as derived from an endodermal or mesodermal
precursor population is currently unclear, the implication of
these studies is uncertain (for examples see: Lofberg and
Collazo, 1997; Alexander et al., 1999; Warga and Nusslein-
Volhard, 1999; Cleaver et al., 2000; Eriksson and Lofberg,
2000). These results demonstrated that Notch activity during
early fish development influences hypochord development, but
whether this indicates a role for Notch during early endoderm
or mesoderm formation remains to be determined. More recent
work in zebrafish has provided further evidence suggestive of a
role for Notch signaling during early embryogenesis, and in
particular, during endoderm patterning (Kikuchi et al., 2004;
see Results and discussion).
These experiments performed in several different model
systems indicate a function for Notch signaling during the early
subdivision of the midline structures in vertebrates. Although
intriguing, it remained uncertain whether the previously
observed effects were specific to the patterning of midline
structures (floorplate, notochord, hypochord) or whether there
was a more global role for Notch activity in the subdivision of
germ layers during early embryogenesis. We now provide
evidence demonstrating a much broader role for Notch
signaling in germ layer determination than previously reported.
More specifically, our results demonstrate a more general role
for Notch signaling in mediating the subdivision between the
mesoderm and endoderm in a vertebrate system during
gastrulation. These results expand the previously described
roles for Notch signaling during either early development, or
later during organogenesis, and further demonstrate that Notch
signaling is used repeatedly during both early and late stages of
development.
In order to investigate the role of Notch signaling
specifically during the subdivision of the germ layers begin-
ning at gastrulation and to avoid potential confounding results
from perturbing Notch activity prematurely, we used inducible
reagents that allowed for the manipulation of the Notch
signaling pathway in a temporally regulated fashion. Using
this system, we were able to examine the role of Notch
signaling during the subdivision of the early embryo, specif-
ically during the formation of endoderm and mesoderm germ
layers. Our findings demonstrate that activation or suppression
of Notch signaling during gastrula stages leads to considerable
modification of the expression of markers of both mesodermal
and endodermal cell types. In particular, activation of Notch
signaling leads to an increase in expression of many
endodermal tissue markers and a decrease in expression of
markers of many different mesodermal cell types (i.e. paraxial,
lateral plate, intermediate). The opposite result was observed
when Notch signaling was suppressed during gastrulation.
These findings are consistent with and extend the evidence
obtained from earlier studies and indicate a much broader role
than previously reported for Notch signaling in mediating earlycell fate choices necessary to form the boundary between the
developing endoderm and mesoderm during early vertebrate
development.
Materials and methods
Embryo manipulations
Xenopus laevis embryos were fertilized in vitro and subsequently dejellied
with 2% cysteine (pH 7.8) (Kay and Peng, 1991). Embryos were reared at 14–
20-C in 0.1 MMR (Marc’s Modified Ringer’s solution) and staged according
to Nieuwkoop and Faber (1994). Capped mRNA encoding inducible constructs
capable of activating Notch signaling [GRSu(H)VP16, GRNotchICD] or
suppressing Notch signaling [GRSu(H)DBM] was synthesized in vitro using
the mMessage Machine kit (Ambion). 500–800 pg of mRNAwas injected into
one blastomere at the 4–8 cell stage along with 100 pg of nuclear h-
galactosidase mRNA as a lineage tracer. The inducible constructs injected were
as follows: GRSu(H)VP16, GRNotchICD, GRSu(H)DBM (see Rones et al.,
2000). The GRSu(H)VP16 construct consists of the Su(H) transcription factor
fused in frame to a VP16 activating domain and the ligand-binding domain of
the human glucocorticoid receptor (GR). The GRSu(H)DBM construct consists
of the Su(H) transcription factor containing a point mutation in the DNA-
binding domain, which acts as a dominant negative to suppress Notch
signaling, fused to the ligand-binding domain of the human glucocorticoid
receptor (GR). The GRNotchICD construct was also used to activate Notch
signaling and consists of the intracellular domain of the Notch receptor fused to
the ligand-binding domain of the human glucocorticoid receptor (GR). Injected
embryos were cultured in 0.1 MMR until they reached the desired stages.
Induction of GR-fused constructs was by addition of the synthetic glucocor-
ticoid dexamethasone (10 AM) (stock: 10 mM in EtOH) to the culture medium.
Dexamethasone containing culture medium was changed daily when embryos
were cultured longer than 24 h. At appropriate stages (N.F. stages 13–41),
embryos were fixed in MEMFA and processed for either in situ hybridization
with digoxygenin-coupled cRNA probes or for immunohistochemistry using
antibodies described below.
In situ hybridization
Prior to in situ hybridization, embryos were fixed for 15 min at room
temperature in MEMFA (0.1 M MOPS pH 7.4, 2 mM EGTA, 1 mM MgSO4,
3.7% formaldehyde), rinsed in 1 PBS, and incubated at 37-C with the
substrate magenta-gal to allow for the detection of h-galactosidase activity
(Sigma magenta-gal; pink color). After lineage detection, embryos were rinsed
in 1 PBS and post-fixed in MEMFA. Embryos were hybridized with
digoxygenin-labeled antisense RNA probes as described in Harland (1991).
Briefly, hybridizations were performed on whole embryos, and chromogenic
detection of digoxygenin-labeled cRNA probes was performed using an anti-
digoxygenin antibody conjugated to alkaline phosphatase (Boehringer) to
deposit a dark blue BCIP/NBT precipitate that contrasts the pink color of the
nuclear h-galactosidase precipitate (lineage label). Probes used included:
endodermin (Sasai et al., 1996), fibrinogen (Pastori et al., 1990), vito (Costa
et al., 2003), lim-1 (Taira et al., 1994), nkx2.5 (Tonissen et al., 1994), tbx5
(Horb and Thomsen, 1999), Xbra (Smith et al., 1991), pax8 (Carroll and Vize,
1999), sox17a (Hudson et al., 1997), MHCa (Logan and Mohun, 1993), and
TnI (Drysdale et al., 1994). After color precipitate formed, embryos were post-
fixed for 1 h in MEMFA and stored in methanol at 20-C. Phenotypes were
documented using a QImaging camera (Retiga-1300 CCD-color) in conjunc-
tion with computer/imaging software (Openlab).
Immunohistochemistry
Injected embryos were fixed at appropriate stages for 15 min in MEMFA
and assayed for h-galactosidase activity (Sigma magenta-gal; pink color), post-
fixed in MEMFA, and subsequently examined for mesoderm patterning using
one of the following: the somite-specific antibody 12/101 (Kintner and
Brockes, 1984; Developmental Hybridoma Bank), cardiac troponin T (TnT,
CT-3; Developmental Hybridoma Bank), differentiated pronephric duct marker
Table 1
Distinct roles for Notch signaling in mediating cell fate decisions during
gastrulation and post-gastrulation in the formation of mesodermal and
endodermal cell types
Marker DEX stage 10 DEX stage 14
Increase
%
Decrease
%
% No
change
n Increase
%
Decrease
%
% No
change
n
Activated Notch
lim-1 0 79 21 52 56 0 44 32
pax-8 0 60 40 53 48 0 52 33
nkx2.5 1 63 36 47 9 9 82 24
edd 70 0 30 33 0 59 41 22
Suppressed Notch
lim-1 80 0 20 51 0 50 50 28
pax-8 76 0 24 29 0 50 50 28
nkx2.5 64 0 36 55 11 0 89 19
edd 0 56 44 33 74 0 26 31
Changes for each marker were scored in individual embryos by comparison
between the injected and uninjected side of each embryo. Gene expression was
examined at the following stages: lim-1 stages 16–17, pax-8 stages 17–18,
nkx2.5 stages 20–23, and edd stages 19–20. Injected embryos were scored
according to the variation of each marker observed on the injected side in
comparison to the uninjected side (increase, decrease, or no change). Embryos
were injected on one side of the embryo as described in Materials and methods
with either GRSu(H)VP16 or GRSu(H)DBM mRNA and left untreated until
either stage 10 or stage 14 when 10 AM dexamethasone was added to the
cultures. Percent values represent the mean average from duplicate experi-
ments. n indicates the total number of embryos analyzed. Untreated control
sibling embryos were compared to uninjected untreated (no DEX) and
uninjected treated (DEX only) embryos, and no differences in expression were
observed (data not shown).
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reaction was completed using BCIP and NBT until color precipitate was formed
(dark blue color). Embryos were rinsed in 1 PBS, post-fixed in MEMFA for 1
h, and stored in methanol at 20-C. Images were obtained using a QImaging
camera (Retiga-1300 CCD-color) and computer/imaging software (Openlab).
Results and discussion
Over the years, much research has been directed at
understanding how early embryonic tissues are created and
subsequently patterned. All three original germ layers give rise
to a broad spectrum of tissues and organs. For example, the
vertebrate mesoderm is the source of diverse organs and systems
including the heart, kidney, skeletal muscle, skeleton, and blood,
whereas cells of the endoderm differentiate into the epithelial
lining of the embryonic gut and eventually give rise to the
gastrointestinal tract, the respiratory tract, and associated organs
including the liver and pancreas. Because of its central
importance in the body plan of the vertebrate organism,
investigators have strived to understand how complex cellular
and molecular events control germ layer formation and
patterning. Amphibian embryos, which are amenable to
experimental manipulation, were used in this study to investigate
the role of the Notch signaling pathway during the subdivision
and patterning of the early germ layers during vertebrate
embryogenesis.
In order to investigate the consequences of Notch signaling
during the subdivision of the gastrulating embryo, cleavage
stage embryos were injected with mRNA constructs that either
activated or suppressed Notch signaling. Because Notch
signaling is used during a multitude of developmental stages,
we employed an experimental strategy that allowed for
temporal control of the perturbation of signaling specifically
during the time germ layers are patterned. The use of
temporally regulated, inducible constructs facilitated our
examination of the role of Notch signaling during germ layer
formation without affecting any earlier developmental steps in
which Notch functions (for examples of early effects, see
Coffman et al., 1993; Appel et al., 1999; Latimer et al., 2002;
Kikuchi et al., 2004; Raya et al., 2004). Activated and
dominant negative forms of the transcription factor Su(H)
and the intracellular domain (ICD) of the Notch receptor were
fused to the human glucocorticoid receptor ligand-binding
domain (see Materials and methods). The GR fusion allows
transcription factors to be maintained in inactive complexes
until the glucocorticoid dexamethasone (DEX) is added to the
culture medium (for examples, see Kolm and Sive, 1995;
Rones et al., 2000; Rones et al., 2002; Wawersik et al., 2005).
By allowing signaling to be manipulated at a time consistent
with the subdivision of the germ layers, this approach
circumvented any confounding effects that early (pre-gastrula
stage) constitutive alteration of Notch signaling could cause (as
demonstrated in Coffman et al., 1993; Appel et al., 1999;
Latimer et al., 2002; Kikuchi et al., 2004; Raya et al., 2004).
For our experiments, temporally controlled activation of these
inducible constructs was accomplished via the addition of the
synthetic glucocorticoid, dexamethasone (DEX), to the culture
medium between stages 10 and 12 (gastrula stages). Asdescribed below in more detail, perturbation of Notch signaling
during gastrulation resulted in an alteration of normal gene
expression of molecular markers of both endodermal and
mesodermal derivatives (summarized in Fig. 4 and Table 1).
Activation of Notch signaling during gastrula stages via the
transcription factor Su(H) produces opposite effects on
mesoderm and endoderm gene expression
To examine the effects of activating Notch signaling in
gastrula stage embryos, we injected mRNA encoding a
temporally inducible form of the transcription factor Su(H).
Embryos were injected into one dorsovegetal or ventrovegetal
blastomere at the 8-cell stage with mRNA encoding GRSu(H)-
VP16 plus mRNA encoding the lineage tracer h-galactosidase.
Injected embryos were cultured in the absence of glucocorticoid
(uninduced) until stages 10–12 at which time Notch signaling
was activated via the addition of dexamethasone to the culture
medium. Resultant tadpoles were examined for modifications of
endogenous markers of either mesoderm or endoderm develop-
ment by in situ hybridization or immunohistochemistry.
Embryos were injected on one side only; thus, the opposite side
served as an internal negative control. For all experiments,
injected-sibling embryos cultured in the absence of the inducing
agent (no DEX) were also examined and exhibited no detectable
changes in gene expression. Lastly, there was no detectable
change in gene expression in uninjected embryos cultured in
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normal gene expression patterns during the stages examined
(data not shown).
Activation of Notch signaling during gastrula stages with
GRSu(H)VP16 resulted in a decrease or complete ablation of
expression of markers of mesodermal cell types on the injected
side of the embryos when compared to the uninjected control
side (Figs. 1, 4). Specifically, a decrease in expression of the
pronephric marker lim-1 and the cardiac markers nkx2.5 and
tbx5 was observed using in situ hybridization (Fig. 1). Although
lim-1 expression decreased most dramatically in the posterior
portion of the lim-1 positive field, anterior expression could also
be ablated if injected mRNAwas targeted to this region. On the
GRSu(H)VP16-injected side of DEX-treated embryos, a de-
crease of lim-1 expression was observed in 78% of injected
embryos (n = 273; Figs. 1K, L). A considerable reduction in
expression of heart markers, nkx2.5 (63% of injected embryos,
n = 173) and tbx5 (61% of injected embryos, n = 171), was also
observed on the injected side of DEX-treated embryos, most
strikingly in the lateral region of the heart field (see arrows Figs.
1G, I). Since expression of markers of both lateral plate and
intermediate mesoderm cell types decreased following activa-
tion of Notch signaling during gastrulation, we examined a
molecular marker of the paraxial mesoderm using the somite-Fig. 1. Activation of Notch signaling using GRSu(H)VP16 increases expression
mesodermal cell types. (A–F) Increased expression of endodermal tissue marker
mRNAs encoding GRSu(H)VP16 as described in Materials and methods. Activation
expression of the endodermal tissue marker, fibrinogen, on the injected side of emb
Similar effects were observed in GRSu(H)VP16-injected embryos examined for ano
expression of the early ventral midgut endodermal marker, vito, was observed in GR
(no DEX) control stage-matched embryos (F). (G–N) In sharp contrast, expression
101 (M–N) decreased or was completely ablated on the injected side of embryos w
embryos, data not shown). In all experiments, mRNAs encoding h-galactosidas
dexamethasone at stages 10–12 and cultured until fixation at stages 22–33. Arrows
panels I– J that include a ventral image shown in inset and ventral views of embryospecific antibody, 12/101 (Kintner and Brockes, 1984). As
observed with the markers of cell types of the intermediate and
lateral plate mesoderm, the activation of Notch signaling via the
transcription factor Su(H) resulted in a reduction of the
expression of the paraxial mesodermal marker 12/101 on the
injected side of the embryo when compared to the uninjected
control side (54% of injected embryos, n = 123; Figs. 1M, N).
In sharp contrast to these effects of Notch signaling on
mesodermal cell types, activation of Notch signaling with
GRSu(H)VP16 during gastrulation resulted in a notable increase
in expression of molecular markers of endodermal derivatives
(Figs. 1, 4). We observed an increase or expansion of expression
of the endodermal tissue markers endodermin, fibrinogen, and
vito on the injected side of the embryos when compared to the
uninjected control side (Figs. 1A–F). Specifically, increased
endodermin expression was observed in 72% of injected DEX-
treated embryos (n = 172), and an increase in fibrinogen
expression was observed in 64% of injected DEX-treated
embryos (n = 264). No change in gene expression was observed
in control sibling embryos (injected, no-DEX-treated or unin-
jected, DEX-treated embryos; data not shown). Because vito
transcripts are detected at the midline of early embryos in the
region of the developing ventral midgut (Costa et al., 2003),
for this endodermal marker, we compared our experimentalof markers of endodermal cell types and decreases expression of markers of
s (fibrinogen, endodermin, and vito) was observed in embryos injected with
of the Notch pathway in gastrula stage embryos resulted in an increase of gene
ryos (A) when compared to the uninjected control side of embryos (B). (C–D)
ther endodermal tissue marker endodermin. Expansion of the normal region of
Su(H)VP16-injected (DEX) embryos (E) when compared to the sibling-injected
of mesodermal tissue markers tbx5 (G–H), nkx2.5 (I – J), lim-1 (K–L), and 12/
hen compared to the uninjected control sides of embryos (or no DEX control
e were co-injected as a lineage tracer (pink). Embryos were induced with
indicate the injected side of embryos. Most embryos are oriented laterally except
s shown in panels E and F. The white line denotes the midline of the embryo.
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exposed to our construct-inducing agent dexamethasone (no
DEX). Similar to what we observed with the other endodermal
markers examined, increased expression of vito transcripts was
observed in 58% of GRSu(H)VP16-injected (DEX, n = 38, Fig.
1E) experimental embryos examined when compared to control
embryos (no DEX 12% embryos n = 24, Fig. 1F).
These experiments revealed that activation of Notch
signaling during gastrula stages results in the reduction of
expression of molecular markers of many different mesodermal
cell types and the expansion of expression of molecular
markers of endodermally derived tissues. In these experiments,
aberrant gene expression in injected embryos was assayed at
stages 22–35, and the elimination or expansion of the various
molecular markers examined persisted over a prolonged period
of development. This, as well as additional experiments
demonstrating that the abnormal gene expression observed
persists throughout the late stages of organ formation, provides
strong evidence that the differentiation of these mesodermally
derived organ fields was prevented, and not merely delayed, by
activated Notch signaling.
Activation of Notch signaling during gastrula stages via the
Notch intracellular domain (ICD) also decreases expression of
mesodermal markers and increases expression of endodermal
derivatives
The experiments described above demonstrate that activa-
tion of Notch signaling in gastrula stage embryos through theFig. 2. Activation of Notch signaling using GRNotchICD increases expression o
mesodermal cell types. The Notch pathway was activated by co-injection of mR
h-galactosidase (pink). Injected constructs were induced with dexamethasone at stag
in GRSu(H)VP16-injected embryos, activation of the Notch pathway via GRNotc
fibrinogen and endodermin (A, C) when compared to the control side of the embryo
expression of the mesodermal tissue markers nkx2.5, tbx5, and lim-1 (E, G, I) d
embryos when compared to the uninjected control sides (F, H, J). Immunohistoche
12/101 (K–L). Arrows indicate the injected side of embryos. All embryos are oriente
denotes the midline of the embryo.transcription factor Su(H) alters normal mesoderm and
endoderm tissue patterning. To confirm that this observation
was due to activated Notch signaling and not due to a Notch-
independent function for Su(H), Notch signaling was also
perturbed in embryos using an active Notch-1 receptor. Like
the Su(H) constructs described above, the intracellular domain
of Xenopus Notch-1 was fused to the glucocorticoid receptor
ligand-binding domain (GR) to create an inducible reagent.
Similar to the activated GRSu(H)VP16 construct, GRNotch-
ICD functions downstream of ligand binding and has previ-
ously been utilized to constitutively activate Notch signaling in
a temporally controlled manner (Wettstein et al., 1997;
McLaughlin et al., 2000; Rones et al., 2002; Lopez et al.,
2003).
We performed parallel experiments in which GRNotchICD
was injected into cleavage stage embryos. As before, dexa-
methasone was added to the culture medium at stages 10–12 to
induce the construct and activate Notch signaling. Consistent
with the results obtained following activation of Notch
signaling by GRSu(H)VP16, activation of Notch signaling
using GRNotchICD resulted in a decrease in expression of
molecular markers of mesodermally derived tissues. Specifi-
cally, the expression of the pronephric tissue marker, lim-1,
decreased in 58% (n = 170) of injected embryos on the injected
side when compared to the uninjected control side of the
embryo (Figs. 2I–J). Expression of early cardiac mesoderm
tissue markers, nkx2.5 and tbx5, also decreased on the injected
side of the embryo (nkx2.5 53% of injected embryos, n = 188;
and tbx5 59% of injected embryos, n = 145) when compared tof markers of endodermal cell types and decreases expression of markers of
NAs encoding a temporally inducible GRNotchICD and the lineage tracer
es 10–12 and cultured until fixation at stages 22–33. Similar to the results seen
hICD resulted in an increase in gene expression of the endodermal markers
s (B, D). Comparable to patterns observed in GRSu(H)VP16-injected embryos,
ecreased or were completely eliminated on the GRNotchICD-injected side of
mistry revealed a decrease in expression of a molecular marker of the somites
d laterally except panels E–F that contain an inset ventral image. The white line
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paraxial tissue marker 12/101 in the developing somites
decreased in 52% (n = 121) of injected embryos on the
injected side of the embryo (Figs. 2K–L). Similar to the results
observed and described following activation of Notch signaling
using GRSu(H)VP16, activation of Notch signaling using
GRNotchICD resulted in an increase in expression of the
endodermal cell markers fibrinogen (63% of injected embryos,
n = 182) and endodermin (67% of injected embryos, n = 210)
in injected embryos (Figs. 2A–D). Thus, activation of Notch
signaling using either GRSu(H)VP16 or GRNotchICD pro-
duced similar alterations in germ layer patterning. Specifically,
activation of Notch signaling resulted in an expansion of
endodermal cell types and a concomitant decrease in expres-
sion of markers of mesodermal cell types.
Suppression of Notch signaling during gastrula stages alters
mesoderm and endoderm gene expression conversely to
activation of Notch signaling
The consequences of suppressing endogenous Notch sig-
naling during gastrulation were examined by using a dominant
negative form of the transcription factor Su(H). The
GRSu(H)DBM was made by fusing the human glucocorticoid
receptor ligand-binding domain in frame to a construct
harboring a point mutation in the DNA-binding domain ofFig. 3. Suppression of Notch signaling using GRSu(H)DBM decreases expression
mesodermal cell types. Unlike what was observed in embryos in which Notch sign
negative Suppressor of Hairless [GRSu(H)DBM] resulted in decreased expression
mesodermal cell types. (A–D) Embryos injected with mRNAs encoding GRSu(H
expression of two endodermal markers, fibrinogen and endodermin (A, C), on the in
In addition, a dramatic decrease of expression of the early ventral midgut endoderma
compared to the sibling-injected (no DEX) stage-matched control embryos (F). In co
showed an increase in expression on the injected side of the embryo when compared
h-galactosidase were co-injected as a lineage tracer (pink). Black arrows designate
Most embryos are oriented laterally except panels I– J that include a ventral imageXenopus Su(H) (Wettstein et al., 1997). Using this construct,
we observed that suppression of Notch signaling during
gastrulation resulted in an opposite effect on expression of
genes encoding markers of either mesoderm or endoderm
derivatives. As before, cleavage stage embryos were injected
into one blastomere with mRNA encoding GRSu(H)DBM and
mRNA encoding the lineage tracer h-galactosidase and
cultured in the absence of dexamethasone (uninduced) until
stages 10–12 when glucocorticoid was added to the culture
medium to induce the injected constructs and suppress Notch
signaling. At the desired stages of development, resultant
tadpoles were examined for alterations in expression of
endogenous markers of either mesoderm or endoderm forma-
tion by in situ hybridization or immunohistochemistry. As
before, changes in gene expression were compared to the
uninjected side of the same embryo.
Unlike the effects observed following activation of Notch
signaling, the suppression of endogenous Notch signaling
increased the expression of all mesodermal markers examined.
For example, this increase in mesodermal gene expression is
clearly visible on the GRSu(H)DBM-injected side of embryos
using the cardiac marker nkx2.5 (62% of injected embryos, n =
380; Figs. 3I–J and 4). Similar increases in expression were
observed when additional mesoderm markers were examined
including: pronephric marker lim-1 (69% of injected embryos,
n = 213), cardiac marker tbx5 (65% of injected embryos, n =of markers of endodermal cell types and increases expression of markers of
aling was activated, suppression of Notch signaling via an inducible dominant
of endodermal tissue markers and an increase in expression of markers of
)DBM and induced with dexamethasone at stage 10 displayed a decrease of
jected side of the embryos when compared to the uninjected control side (B, D).
l marker, vito, was observed in GRSu(H)DBM-injected (DEX) embryos (E) when
ntrast, mesodermal tissue markers tbx5, nkx2.5, lim-1, and 12/101 (G, I, K, M)
to the uninjected control side (H, J, L, N). In all experiments, mRNAs encoding
the injected side of embryos, and white lines mark the midline of the embryo.
shown in inset and ventral views of embryos shown in panels E and F.
S.P. Contakos et al. / Developmental Biology 288 (2005) 294–307 301208), and somite marker 12/101 (49% of injected embryos, n =
125; Figs. 3G–N and 4).
In contrast to the effects of activation of Notch signaling
during gastrulation, the suppression of Notch signaling resulted
in a decrease in gene expression of the endoderm tissue markers,
endodermin, fibrinogen, and vito (Figs. 3, 4). In fact, suppres-
sion of Notch signaling resulted in a decrease in endodermal
gene expression on the injected side of the embryo compared to
the uninjected control side in 58% (fibrinogen, n = 177) and 55%
(endodermin, n = 253) of GRSu(H)DBM-injected embryos. As
described earlier, the midline early gut marker vito was also
examined in early embryos in which Notch signaling was
suppressed during gastrulation. Consistent with what was seen
with the other endodermal markers examined, a striking
decrease in the expression of vito was observed in DEX-induced
GRSu(H)DBM-injected embryos (54% of embryos with an
increase of gene expression, n = 76; Fig. 3E) when compared
to sibling GRSu(H)DBM-injected embryos (no DEX) control
embryos (0% of embryos with an increase of expression, n = 22;
Fig. 1F). The results from the experiments exemplified in Figs.
1–3 are summarized in Fig. 4.
A role for Notch signaling in the establishment and subsequent
maintenance of germ layer identities in the early embryo
Numerous studies have suggested a role for Notch signaling
during the subdivision of a precursor cell population that gives
rise to three midline structures in zebrafish: notochord, floor-Fig. 4. Perturbation of Notch signaling during gastrulation modulates endoderm an
increase or a decrease in gene expression on the injected side compared to the uninj
each case are labeled in the bar-graph key. The total number of embryos analyzed f
[GRSu(H)VP16] and suppression [GRSu(H)DBM] of Notch signaling elicited opposi
Notch signaling pathway during gastrulation resulted in an increase in the expression
intermediate, and lateral plate mesoderm. Conversely, suppression of the Notch pathw
mesodermal cell types and a decrease in expression of endodermal tissue markers
absence of dexamethasone (data not shown) and less than 7% for embryos culturedplate, and hypochord (Appel et al., 1999; Latimer et al., 2002).
Time-course experiments examining the effects of activated
Notch signaling in gastrula stage Xenopus embryos provided
additional evidence that Notch signaling is needed to subdivide
notochord and floorplate lineages during gastrulation (Lopez et
al., 2003). However, a subsequent study in chick demonstrated
a different later function of Notch signaling in floorplate
development, well after chick floorplate specification has
occurred, suggesting an additional role for Notch signaling in
floorplate maintenance (Le Roux et al., 2003).
The results presented in this manuscript are consistent with
both of the two previously established roles for Notch
signaling: 1) Notch signaling is involved in mediating the
early subdivision of germ layers, and 2) Notch signaling is
necessary for the maintenance of tissues after the original
specification has occurred. The inducible constructs used in our
studies permitted modulation of Notch signaling in a tempo-
rally regulated manner, specifically at the beginning of
gastrulation. However, since these GR-inducible constructs
continue to perturb Notch signaling once they are induced, it is
possible that the observed alterations in expression of markers
of mesodermal and endodermal lineages reflect a role for Notch
signaling in the maintenance of these two germ layers rather
than the subdivision of tissues prior to the completion of
gastrulation. The former maintenance role for Notch signaling
would be analogous to that observed by Le Roux and
colleagues in chick floorplate development (Le Roux et al.,
2003). The later cell fate choice role for Notch signaling wouldd mesoderm formation. The percentage of injected embryos showing either an
ected side of the embryo is indicated on the vertical axis. Markers examined in
or each marker examined is indicated above the bars in parentheses. Activation
te effects on endodermal and mesodermal marker expression. Activation of the
of endodermal cell markers and a decrease in expression of markers of paraxial,
ay in gastrula stage embryos resulted in an increase in expression of markers of
. Standard error from the mean was less than 5% for embryos cultured in the
in the presence of dexamethasone.
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the amphibian and zebrafish midline structures (Appel et al.,
1999; Latimer et al., 2002; Lopez et al., 2003, 2005).
To try and distinguish a role for Notch signaling during
gastrulation from a later role in tissue maintenance, experi-
ments were conducted where Notch signaling was manipulated
beginning at two different stages of development. In this set of
experiments, embryos were injected with mRNA constructs
that either activated or suppressed Notch signaling and induced
via the addition of hormone at two windows of development:
either the onset of gastrulation (stage 10) or after the
completion of gastrulation (stage 14). Changes in gene
expression of numerous mesodermal markers (nkx2.5, lim-1,
pax-8, Xbra) and molecular markers of early endoderm cells
(endodermin, fibrinogen, sox17a) were examined in much
earlier stages than analyzed in previous experiments
(Figs. 1–4), in particular, early neurula through tailbud stage
embryos (stages 13–23) (Table 1, Fig. 5, and data not shown).
Similar to the results described in Figs. 1–4, activation of
Notch signaling [GRSu(H)VP16] in the early induction group
(induced at stage 10) resulted in decreased expression of
mesodermal cell types on the injected side of embryos
examined (reduced: nkx2.5 63%, n = 47; lim-1 79%, n = 52
[Figs. 5A–B]; pax-8 60%, n = 53) and an increase in
expression of markers of endodermal cell types (increased:
endodermin 70% of injected embryos, n = 33; Figs. 5C–D)
(Table 1 and Fig. 5). However, unlike what was observed in theFig. 5. Prior to morphogenesis, perturbation of Notch signaling during
gastrulation modulates endodermal and mesodermal cell types (A–D). All
embryos are oriented dorsally. Embryos were injected on one side as described
in Materials and methods with mRNA encoding either GRSu(H)VP16 or
GRSu(H)DBM, left untreated until stage 10, and then induced with dexameth-
asone. In all experiments, mRNAs encoding h-galactosidase were co-injected
as a lineage tracer (pink). Embryos were induced with dexamethasone at stage
10 and cultured until fixation at stages 16–17 (for mesoderm marker lim-1) or
stages 19–20 (for endoderm marker endodermin [edd]). Arrows indicate the
injected side of embryos. (A) Ablation of expression of lim-1 was observed in
embryos injected with mRNAs encoding GRSu(H)VP16. (B) In sharp contrast,
increased expression of lim-1 was observed in GRSu(H)DBM-injected embryos.
(C) Activation of the Notch pathway in gastrula stage embryos resulted in an
increase of gene expression of the endodermal tissue marker endodermin (edd).
(D) The opposite effect was observed in GRSu(H)DBM-injected embryos where
a decrease of edd expression was detected.early induction group, the embryos in which Notch signaling
was manipulated after the completion of gastrulation (stage 14)
demonstrated very different expression patterns. Following
these later manipulations of Notch signaling, nkx2.5 expression
was not decreased, as found in the earlier experiments, but
instead the injected side of embryos appeared indistinguishable
from the control side of hormone-treated embryos (unchanged:
nkx2.5 82% of injected embryos, n = 24). The two different
effects on nkx2.5 expression observed raise the possibility that,
once nkx2.5 expression has already been established, it is no
longer susceptible to perturbation via signaling through Notch.
To further explore a later role for Notch signaling in the
maintenance of cell types in neurula stage embryos, we
examined two markers of early intermediate mesoderm that
demarcate the pronephric anlage, as well as an endoderm
precursor gene. Interestingly, in contrast to what was observed
in gastrula-induced embryos (stage 10), activation of Notch
signaling in post-gastrula embryos resulted in a slight increase
of expression of two markers of mesoderm formation (lim-1
56% of injected embryos, n = 32; pax-8 48% of injected
embryos, n = 33) and a decrease in expression of the endoderm
marker endodermin (59% of injected embryos, n = 22). These
intriguing results indicate distinct roles for Notch signaling
during two different developmental windows (either during
gastrulation or after gastrulation) (summarized in Table 1).
To further test this hypothesis, we analyzed the conse-
quences of blocking Notch signaling using GRSu(H)DBM and,
as described above, induced injected embryos at either gastrula
(stage 10) or post-gastrula (stage 14) stages. As shown in Figs.
1–4, blocking Notch signaling during gastrulation resulted in
an increase of mesodermal cell types and a decrease of
endodermal tissue (Table 1, Fig. 5, and data not shown).
However, no change in the expression of the mesodermal
marker, nkx2.5, was observed in GRSu(H)DBM-injected em-
bryos when constructs were induced at stage 14 (no change:
89% of injected embryos, n = 31). As summarized in Table 1,
this was not the case when constructs were induced earlier
(stage 10) where expression of nkx2.5 increased on the injected
side of 64% of GRSu(H)DBM-injected embryos. Other markers
of mesodermal precursors, lim-1 and pax-8, resulted in 50%
(n = 28) decreased expression on the injected side of the
embryos, while endodermin expression was increased (74% of
injected embryos, n = 31).
Table 1 summarizes results that demonstrate different effects
on mesodermal and endodermal gene expression depending on
whether Notch signaling is perturbed during or after gastrula-
tion. These results provide additional evidence for a separate
and distinct role for Notch signaling during the subdivision of
cell types in gastrula stage embryos. Because we also observed
aberrant mesoderm and endoderm gene expression patterns in
post-gastrula-induced embryos, it remains possible that Notch
signaling has a second role during tissue maintenance, as was
observed in the developing chick floorplate (Le Roux et al.,
2003). However, further experimentation is required to more
fully investigate whether Notch signaling plays a subsequent
role in the maintenance of germ layers post-gastrulation or if in
fact the results described above are merely reflective of
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stages of organ formation (see Rones et al., 2000; McLaughlin
et al., 2000).
The effects of modulations of Notch signaling on subsequent
stages of mesodermal and endodermal tissue formation and
morphogenesis
Our results demonstrate that experimental manipulation of
Notch signaling during gastrulation results in improper
apportioning of mesodermal and endodermal cell types that
persist at least from early neurula through tailbud stages. Since
a multitude of organs and tissues arise from these two original
germ layers, their ordered subdivision is likely to be critical for
proper later morphogenesis of the organism. However, an
unlikely possibility is that the aberrant expression patterns
observed following activation or suppression of Notch signal-
ing were merely due to a delay of differentiation of the cell
types examined. To address this possibility, we examined the
consequences of manipulating Notch signaling inappropriately
during gastrulation by examining later characteristics and
morphology of organ formation.
For these studies, cleavage stage embryos were injected
with mRNAs encoding the lineage tracer h-galactosidase andFig. 6. Activation and suppression of Notch signaling result in morphological anom
(A–C) Ventral views of embryos injected with inducible mRNAs encoding domin
signaling. Injected tadpoles displayed miscoiling of the gut (B, C) in comparison to
of DEX (no DEX) (A). (D–E) Ventral views with lateral inset images of embryos in
activate Notch signaling. Panel E illustrates gut malformation observed in embryos
sibling control embryos (D). (F–G) Lateral image of embryo injected with mRNA
signaling. Activation of Notch signaling substantially decreased expression of a late
tracing of the observed 4A6 expression pattern. Right bottom panel shows a magnmRNAs encoding either GRSu(H)VP16 or GRSu(H)DBM,
induced with dexamethasone at stages 10–12, fixed at stages
35–45, and assayed for h-galactosidase activity using the
substrate magenta-gal (pink color). Surviving embryos contain-
ing positive cells for the lineage marker were examined for late
molecular markers of differentiation as well as organ morphol-
ogy. Although the morphology of injected embryos was fairly
normal through late tailbud stages (see Figs. 1–5), experimen-
tal manipulation of Notch signaling during gastrula stages
resulted in multiple gross malformations during later develop-
ment (tadpole stages). For example, activation of Notch
signaling caused reduced head size, shortened body axis, and
severe edemas located primarily in the trunk region (Fig. 6 and
data not shown). These severe defects prevented detailed
analysis of late morphology of many mesodermally or
endodermally derived organs. Nevertheless, in a number of
embryos where Notch had been perturbed, the phenotype of the
developing gut tract could still be examined. During early
developmental stages, the endoderm and mesoderm tissue
markers described above are expressed on both the left side and
the right side of the embryo, allowing the uninjected side of the
embryo to serve as an internal control for these experiments.
However, since the differentiated gut is formed at the midline
of the embryo, sibling embryos that were injected but notalies of the gut and perturbation of a molecular marker of pronephric duct cells.
ant negative Su(H) [GRSu(H)DBM] and induced at stage 10 to suppress Notch
the normal coiling pattern observed in injected embryos cultured in the absence
jected with mRNA encoding Su(H) [GRSu(H)VP16] and induced at stage 10 to
exposed to DEX compared to normal phenotypes observed in injected no DEX
encoding Su(H) [GRSu(H)VP16] and induced at stage 10 to activate Notch
marker for pronephric duct cells 4A6 (F). Left bottom panels show schematic
ification of boxed areas.
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the experiments described below. As shown in Fig. 6,
activation of Notch signaling via Su(H) resulted in severe gut
malformations in 70% of surviving injected tadpole stage
embryos. In comparison, abnormal gut phenotypes were
observed in only 17% of injected-no-DEX sibling control
embryos (Figs. 6D–E; DEX n = 104, no DEX n = 102). In
contrast, when Notch signaling was suppressed during gastru-
lation, overall embryo morphology was less distorted. How-
ever, defects in gut coiling including failure to coil and aberrant
coiling were observed in 81% (n = 31) of the embryos
examined when compared to the sibling-injected no DEX (33%
of injected embryos, n = 30) control embryos (Figs. 6A–C).
Since earlier markers of endoderm formation were increased
when Notch was activated and decreased when Notch signaling
was suppressed, our observations of morphological malforma-
tions later in organogenesis provide further support that
perturbation of Notch signaling during gastrulation alters the
allocation of mesoderm and endoderm cell types.
Given that early markers of paraxial, lateral plate, and
intermediate mesoderm were not expressed properly in tailbud
stage embryos following perturbation of Notch signaling during
gastrulation, we wanted to examine later patterning of meso-
dermally derived organs. For these experiments, we examined
several molecular markers of differentiated tissues (pronephric
duct [4A6]; pronephric tubules [3G8]; cardiac markers TnI,
MHCa, troponin T [CT-3]; and somite marker [12/101]) (Fig. 6
and data not shown). For example, when Notch signaling was
activated using GRSu(H)VP16 during gastrula stages, embryos
displayed a reduction or complete ablation of pronephric duct
protein expression on the injected side of the embryo when
compared to the control uninjected side (Figs. 6F–G). As
discussed in the previous sections, the somite marker 12/101 was
also reduced in embryos in which Notch signaling was activated
(Figs. 1, 2). Unfortunately, because we are unable to deactivate
our constructs once they are activated at gastrula stages, it is
difficult to determine whether these observed late pronephric,
heart, and somite phenotypes were a direct result of activated
Notch signaling or a secondary consequence resulting from
prolonged activation of Notch signaling.Fig. 7. Proposed model for role of Notch signaling during the subdivision of mesod
signaling allow for appropriate amounts of endoderm and mesoderm tissue formati
increase of endodermal cell types and a decrease in mesodermal cell types. (C) The o
cell types increase at the expense of endodermal tissues.Summary
Our results suggest that Notch signaling plays an important
role in early patterning of the embryo during gastrulation and
organogenesis. These findings provide strong evidence that
Notch/Su(H) signaling during gastrulation (stages 10–12)
helps to regulate the formation of the endoderm and mesoderm
germ layers. This is illustrated by the increase in markers of
multiple mesodermal cell types and decrease in endodermal
tissue markers observed when Notch/Su(H) signaling is
suppressed in gastrula stage embryos. Further proof is provided
by the demonstration that Notch/Su(H) activation leads to an
expansion of markers of endodermal tissues at the expense of
mesodermal cell types (as described in the model presented in
Fig. 7).
Members of the Notch signaling family of proteins have
been shown to be involved in mediating some of the earliest
developmental events in many different organisms (Appel et
al., 1999; Sherwood and McClay, 2001; Raya et al., 2004).
Previous work conducted in sea urchins by Sherwood and
McClay (1997, 1999, 2001) provided initial evidence for a role
of Notch/Su(H) signaling in endoderm–mesoderm boundary
formation in an invertebrate system. These observations were
extended into vertebrates when a role for Notch signaling was
demonstrated in the early patterning of three specific midline
structures: floorplate, notochord, and hypochord (Appel et al.,
1999; Latimer et al., 2002; Lopez et al., 2003, 2005). It has
recently been shown that the expression of several markers of
zebrafish endoderm cell types decreases when Notch signaling
is activated during some of the earliest stages of endoderm
precursor formation (Kikuchi et al., 2004). Although, at first
glance, our results may seem inconsistent with those obtained
by Kikuchi and colleagues, significant differences in experi-
mental methodology make it difficult to directly compare the
two sets of results. In particular, unlike in our experiments
where Notch was specifically activated during late gastrula
stages, activation of Notch signaling in the zebrafish experi-
ments was not under temporal control. Thus, Notch signaling
in the Kikuchi experiments was likely perturbed prior to
gastrulation.erm and endoderm germ layers during gastrulation. (A) Normal levels of Notch
on. (B) Ectopic activation of Notch signaling during gastrulation results in an
pposite effect is observed when Notch signaling is suppressed, where mesoderm
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Kikuchi et al. and our results, we examined endoderm formation
in embryos in which our injected constructs were induced with
DEX earlier (stage 8, blastula stage) than the experiments
described throughout this manuscript. Similar to the results
obtained in fish, we observed a reduction or ablation of
expression of endodermal markers in embryos in which Notch
signaling was activated during earlier blastula stages (data not
shown). Taken together, these results suggest at least two distinct
roles for Notch signaling during early development: a role for
Notch signaling prior to gastrulation and a distinct and broad role
for Notch signaling during gastrulation to subdivide the germ
layers. The present manuscript addresses this distinct role for
Notch signaling during gastrulation (Fig. 7).
Numerous studies have shown that perturbation of endog-
enous Notch signaling leads to changes in cell fate and/or the
borders that normally distinguish tissue compartments. Thus,
not surprisingly, mutations in components of the Notch
signaling pathway have severe biological repercussions.
Previously, it has been demonstrated that Notch receptors and
ligands are often expressed for extended periods of time in a
tissue, suggesting multiple roles within a single system.
Nonetheless, the mechanisms regulating the repeated use of
Notch signaling within a tissue remain unclear. Future work
investigating downstream components of Notch signal trans-
duction should provide further insights regarding the regulation
of this complex signaling pathway. To date, several families of
basic helix–loop–helix (bHLH) transcription factors have
been identified which function downstream of Suppressor of
Hairless [Su(H)] in the Notch pathway and are likely to be
involved in mediating cell fate decisions (for review, see Davis
and Turner, 2001). Hairy and Enhancer of Split [E(spl)] (HES
in vertebrates) family members as well as members of the Hey
family can be directly activated by the transcription factor
Su(H) (Bailey and Posakony, 1995; Jarriault et al., 1998;
Lecourtois and Schweisguth, 1995; Rones et al., 2002).
However, Notch signaling at the level of bHLH transcription
factors is more complicated than this linear model suggests.
Since there are multiple members of each family expressed in
overlapping patterns in the majority of tissues examined, only a
subset of these genes are likely to be direct effectors of Notch
signaling. For example, although the bHLH gene Xhey-1 is
expressed in multiple mesodermally derived tissues during
embryogenesis such as somites, embryonic kidney, and heart,
perturbation of Notch signaling during gastrula stages resulted
in a change of Xhey-1 expression in only a subset (i.e.
pronephros and somites) of these tissues, while there was no
detectable change in others (i.e. heart) (Rones et al., 2002).
Future research examining proteins presumed to act down-
stream of Su(H)/NotchICD will help elucidate how this
complex pathway is able to mediate such a diverse number
of cellular behaviors during embryonic development of organs
and tissues.
Previous research which demonstrated that the Notch/Su(H)
pathway functions during the later development of numerous
organs (Chitnis and Kintner, 1996; Robey et al., 1996;
Wettstein et al., 1997; Jen et al., 1999; McLaughlin et al.,2000; Rones et al., 2000; Schonhoff et al., 2004; Esni et al.,
2004), combined with our data which provides evidence for an
earlier broader role for Notch signaling in subdividing the
mesoderm and endoderm during gastrulation, offers new
insights into the role of Notch signaling during the process
of vertebrate development. Since contingency plans are an
important component of development, it is quite common that
early embryonic fields of tissue contain more cells than
ultimately necessary. Several studies have shown that one
important role for Notch signaling is to prevent these ‘‘backup’’
cells from actually taking on specialized fates under normal
developmental conditions. The inappropriate apportioning of
the mesoderm and endoderm germ layers observed after
perturbation of Notch signaling described above could be the
result of a number of different Notch-mediated cell behaviors.
For example, it is possible that activated Notch signaling
during gastrula stages is causing a general block of cellular
differentiation of mesodermal cell types. This type of role for
Notch signaling has been suggested by numerous other studies
and is consistent with the data described above where activated
Notch signaling results in a decrease of all mesodermal cell
types examined (for example, see Nofziger et al., 1999).
Additionally, our lineage analysis is consistent with a
differentiation delay model for Notch signaling rather than a
binary cell fate choice mechanism. Lineage labeling analysis
demonstrated that cells containing activated Notch signaling
constructs could be detected in all three germ layers and were
not excluded from the mesoderm. However, the h-gal-positive
cells found in the developing mesoderm rarely co-expressed
mesodermal differentiation markers (data not shown). Further
investigation will be needed if the precise mechanism for how
Notch is serving to subdivide the early embryo is to be
determined.
In summary, it is important to remember that a general theme
of developmental biology is that nature is frugal. Thus, proteins
and signaling pathways are reused and must function in a
context-dependent manner. Not surprisingly, multiple roles for
Notch signaling have been demonstrated over the years.
Therefore, it is imperative to remember that context-dependent
utilization of Notch activity is an important consideration for
understanding how organs are formed. Future work examining
the mechanisms regulating Notch signaling throughout deve-
lopment will aid in our understanding of the complex cellular
behaviors that lead to tissue specification and subsequent organ
morphogenesis.
Acknowledgments
The authors would like to thank members of the McLaugh-
lin laboratory for critical reading of the manuscript. We are
forever grateful to Dr. M. Rones for comments and suggestions
on the manuscript. We would like to extend special thanks to
Dr. H. Woodland and Dr. A. Zorn for suggestions regarding
early endoderm patterning and Dr. D. Stainier for communi-
cating unpublished results prior to publication. This work was
made possible by the generous contribution of reagents, and we
gratefully thank Drs. C. Kintner, E. Jones, P. Vize, K. Symes,
S.P. Contakos et al. / Developmental Biology 288 (2005) 294–307306N. Nascone-Yoder, P. Krieg, G. Thomsen, A. Zorn, and R.
Davis. The authors appreciatively acknowledge funding
provided by the American Heart Association (K.M.) and the
Russell L. Carpenter Internship in Biology Fellowship and
Tufts Summer Scholars Program (E.P./K.M.).
References
Alexander, J., Rothenberg, M., Henry, G.L., Stainier, D.Y., 1999. Casanova
plays an early and essential role in endoderm formation in zebrafish. Dev.
Biol. 215, 343–357.
Appel, B., Fritz, A., Westerfield, M., Grunwald, D.J., Eisen, J.S., Riley, B.B.,
1999. Delta-mediated specification of midline cell fates in zebrafish
embryos. Curr. Biol. 11, 247–256.
Artavanis-Tsakonas, S., Rand, M., Lake, R., 1999. Notch signaling: cell
fate control and signal transduction in development. Science 284,
770–776.
Austin, C.P., Feldman, D.E., Ida, J.A., Cepko, C.L., 1995. Vertebrate retinal
ganglion cells are selected from competent progenitors by the action of
Notch. Development 121, 3637–3650.
Bailey, A.M., Posakony, J.W., 1995. Suppressor of hairless directly activates
transcription of enhancer of split complex genes in response to Notch
receptor activity. Genes Dev. 1, 2609–2622.
Beetschen, J.C., 2001. Amphibian gastrulation: history and evolution of a 125
year-old concept. Int. J. Dev. Biol. 45, 771–795.
Bierkamp, C., Camos-Ortega, J.A., 1993. A zebrafish homologue of the
Drosophila neurogenic gene Notch and its pattern of transcription during
early embryogenesis. Mech. Dev. 43, 87–100.
Brennan, K., Gardner, P., 2002. Notching up another pathway. BioEssays 24,
405–410.
Caprioli, A., Goitsuka, R., Pouget, C., Dunon, D., Jaffredo, T., 2001.
Expression of Notch genes and their ligands during gastrulation in the
chicken embryo. Mech. Dev. 116, 161–164.
Carroll, T.J., Vize, P.D., 1999. Synergism between Pax-8 and lim-1 in
embryonic kidney development. Dev. Biol. 214, 46–59.
Chitnis, A., Kintner, C., 1996. Sensitivity of proneural genes to lateral
inhibition affects the pattern of primary neurons in Xenopus embryos.
Development 122, 2259–2301.
Cleaver, O., Seufert, D.W., Krieg, P.A., 2000. Endoderm patterning by the
notochord: development of the hypochord in Xenopus. Development 127,
869–879.
Coffman, C., Harris, W., Kintner, C., 1990. Xotch, the Xenopus homolog of
Drosophila notch. Science 249, 1438–1441.
Coffman, C.R., Skoglund, P., Harris, W.A., Kintner, C.R., 1993. Expression of
an extracellular deletion of Xotch diverts cell fate in Xenopus embryos. Cell
73, 659–671.
Conlon, R.A., Reaume, A.G., Rossant, J., 1995. Notch1 is required for the
coordinate segmentation of somites. Development 121, 1533–1545.
Corbin, V., Michelson, A.M., Abmayr, S.M., Neel, V., Alcamo, E., Maniatis, T.,
Young, M.W., 1991. A role for Drosophila neurogenic genes in mesoderm
differentiation. Cell 67, 311–323.
Costa, R.M., Mason, J., Lee, M., Amaya, E., Zorn, A.M., 2003. Novel gene
expression domains reveal early patterning of the Xenopus endoderm. Dev.
Biol. 3, 509–519.
Davis, R.L., Turner, D.L., 2001. Vertebrate hairy and enhancer of split related
proteins: transcriptional repressors regulating cellular differentiation and
embryonic patterning. Oncogene 20, 8342–8357.
De la Pompa, J.L., Wakeham, A., Correia, K.M., Samper, E., Brown, S.,
Aguilera, R.J., Nakano, T., Honjo, T., Mak, T.W., Rossant, J., Conlon, R.A.,
1997. Conservation of the Notch signaling pathway in mammalian
neurogenesis. Development 124, 1139–1148.
De Robertis, E.M., Fainsod, A., Gont, L.K., Steinbeisser, H., 1994. The
evolution of vertebrate gastrulation. Dev. Suppl., 117–124.
Dorsky, R.I., Rapaport, D.H., Harris, W.A., 1995. Xotch inhibits cell
differentiation in the Xenopus retina. Neuron 14, 487–496.
Dorsky, R.I., Chang, W.S., Rapaport, D.H., Harris, W.A., 1997. Regulation ofneuronal diversity in the Xenopus retina by Delta signaling. Nature 385,
67–69.
Drysdale, T.A., Tonissen, K.F., Patterson, K.D., Crawford, M.J., Krieg, P.A.,
1994. Cardiac troponin I is a heart-specific marker in the Xenopus
embryo: expression during abnormal heart morphogenesis. Dev. Biol. 165,
432–441.
Eriksson, J., Lofberg, J., 2000. Development of the hypochord and dorsal aorta
in the zebrafish embryo (Danio rerio). J. Morphol. 244, 167–176.
Esni, F., Ghosh, B., Biankin, A.V., Lin, J.W., Albert, M.A., Yu, X.,
MacDonald, R.J., Civin, C.I., Real, F.X., Pack, M.A., Ball, D.W.,
Leach, S.D., 2004. Notch inhibits Ptf1 function and acinar cell
differentiation in developing mouse and zebrafish pancreas. Development
131, 4213–4224.
Han, Z., Bodmer, R., 2003. Myogenic cells fates are antagonized by Notch only
in asymmetric lineages of the Drosophila heart, with or without cell
division. Development 130, 3039–3051.
Harland, R.M., 1991. In situ hybridization: an improved whole mount method
for Xenopus embryos. In: Kay, B.K., Peng, H.B. (Eds.), Xenopus laevis:
Practical Uses in Cell and Molecular Biology. Academic Press, New York,
pp. 685–695.
Harper, J.A., Yuan, J.S., Tan, J.B., Visan, I., Guidos, C.J., 2003. Notch
signaling in development and disease. Clin. Genet. 64, 461–472.
Hartenstein, A.Y., Rugendorff, A., Tepass, U., Hartenstein, V., 1992. The
function of the neurogenic genes during epithelial development in the
Drosophila embryo. Development 116, 1203–1220.
Horb, M., Thomsen, G., 1999. Tbx5 is essential for heart development.
Development 126, 1739–1751.
Hudson, C., Clements, D., Friday, R.V., Stott, D., Woodland, H.R., 1997.
Xsox17a and -h mediate endoderm formation in Xenopus. Cell 91,
397–405.
Jarriault, S., Le Bail, O., Hirsinger, E., Pourquie, O., Logeat, F., Strong, C.F.,
Brou, C., Seidah, N.G., Isra, I.A., 1998. Delta-1 activation of notch-1
signaling results in HES-1 transactivation. Mol. Cell. Biol. 18, 7423–7431.
Jen, W.C., Wettstein, D., Turner, D., Chitnis, A., Kintner, C., 1997. The Notch
ligand, X-Delta-2, mediates segmentation of the paraxial mesoderm in
Xenopus embryos. Development 124, 1169–1178.
Jen, W.C., Gawantka, V., Pollet, N., Niehrs, C., Kintner, C.J., 1999. Periodic
repression of Notch pathway genes governs the segmentation of Xenopus
embryos. Genes Dev. 131, 486–1499.
Kay, B.K., Peng, H.B., 1991. Xenopus laevis: practical uses in cell and
molecular biology. Methods Cell Biol. 36, 1–709.
Keller, R., Davidson, L.A., Shook, D.R., 2003. How we are shaped: the
biomechanics of gastrulation. Differentiation 71, 171–205.
Kikuchi, Y., Verkade, H., Reiter, J.F., Kim, C.H., Chitnis, A.B., Kuroiwa, A.,
Stainier, D.Y., 2004. Notch signaling can regulate endoderm formation in
zebrafish. Dev. Dyn. 229, 756–762.
Kintner, C.R., Brockes, J.P., 1984. Monoclonal antibodies identify blastemal
cells derived from dedifferentiating limb regeneration. Nature 308, 67–69.
Kolm, P.J., Sive, H.L., 1995. Efficient hormone-inducible protein function in
Xenopus laevis. Dev. Biol. 171, 267–272.
Lai, E.C., 2004. Notch signaling: control of cell communication and cell fate.
Development 131, 965–973.
Lamar, E., Deblandre, G., Wettstein, D., Gawantka, V., Pollet, N., Niehrs, C.,
Kintner, C., 2001. Nrarp is a novel intracellular component of the Notch
signaling pathway. Genes Dev. 15, 1885–1899.
Lardelli, M., Dahlstrand, J., Lendahl, U., 1994. The novel Notch homologue
mouse Notch 3 lacks specific epidermal growth factor-repeats and is
expressed in proliferating neuroepithelium. Mech. Dev. 46, 123–136.
Latimer, A.J., Dong, X., Markov, Y., Appel, B., 2002. Delta–Notch
signaling induces hypochord development in zebrafish. Development
129, 2555–2563.
Le Roux, I., Lewis, J., Ish-Horowicz, D., 2003. Notch activity is required to
maintain floorplate identity and to control neurogenesis in the chick
hindbrain and spinal cord. Int. J. Dev. Biol. 47, 263–272.
Lecourtois, M., Schweisguth, F., 1995. The neurogenic suppressor of hairless
DNA-binding protein mediates the transcriptional activation of the enhancer
of split complex genes triggered by Notch signaling. Genes Dev. 9,
2598–2608.
S.P. Contakos et al. / Developmental Biology 288 (2005) 294–307 307Li, Y., Fenger, U., Niehrs, C., Pollet, N., 2003. Cyclic expression of esr9 gene
in Xenopus presomitic mesoderm. Differentiation 71, 83–89.
Locascio, A., Nieto, M.A., 2001. Cell movements during vertebrate develop-
ment: integrated tissue behaviour versus individual cell migration. Curr.
Opin. Genet. Dev. 11, 464–469.
Lofberg, J., Collazo, A., 1997. Hypochord, an enigmatic embryonic structure:
study of the axolotl embryo. J. Morphol. 232, 57–66.
Logan, M., Mohun, T., 1993. Induction of cardiac muscle differentiation in
isolated animal pole explants of Xenopus laevis embryos. Development
118, 865–875.
Lopez, S.L., Paganelli, A.R., Siri, M.V., Ocana, O.H., Franco, P.G., Carrasco,
A.E., 2003. Notch activates sonic hedgehog and both are involved in the
specification of dorsal midline cell-fates in Xenopus. Development 130,
2225–2238.
Lopez, S.L., Rosato-Siri, M.V., Franco, P.G., Paganelli, A.R., Carrasco, A.E.,
2005. The Notch-target gene hairy2a impedes the involution of notochordal
cells by promoting floorplate fates in Xenopus embryos. Development 132,
1035–1046.
Lu, C.C., Brennan, J., Robertson, E.J., 2001. From fertilization to gastrula-
tion: axis formation in the mouse embryo. Curr. Opin. Genet. Dev. 11,
384–392.
McLaughlin, K.A., Rones, M.S., Mercola, M., 2000. Notch regulates cell fate
in the developing pronephros. Dev. Biol. 227, 567–580.
Morgan, T.H., 1917. The theory of the gene. Am. Nat. 51, 513–544.
Myat, A., Henrique, D., Ish-Horowicz, D., Lewis, J., 1996. A chick homologue
of Serrate and its relationship with Notch and Delta homologues during
central neurogenesis. Dev. Biol. 174, 233–247.
Nieuwkoop, P.D., Faber, J., 1994. Normal Table of Xenopus laevis (Daudin).
North-Holland Publishing Company, Amsterdam, the Netherlands.
Nofziger, D., Miyamoto, A., Lyons, K.M., Weinmaster, G., 1999. Notch
signaling imposes two distinct blocks in the differentiation of C2C12
myoblasts. Development 126, 1689–1702.
Pastori, R., Moskaitis, J., Smith, L., Schoenberg, D., 1990. Estrogen
regulation of Xenopus laevis g-fibrinogen gene expression. Biochemistry
29, 2599–2605.
Raya, A., Kawakami, Y., Rodriguez-Esteban, C., Ibanes, M., Rasskin-Gutman,
D., Rodriguez-Leon, J., Buscher, D., Feijo, J.A., Izpisua Belmonte, J.C.,
2004. Notch activity acts as a sensor for extracellular calcium during
vertebrate left – right determination. Nature 427, 121–128.
Reaume, A.G., Conlon, R.A., Zirngibl, R., Yamaguchi, T.P., Rossant, J., 1992.
Expression analysis of a Notch homologue in the mouse embryo. Dev. Biol.
154, 377–387.
Robey, E., Chang, D., Itano, A., Cado, D., Alexander, H., Lans, D.,
Weinmaster, G., Salmon, P., 1996. An activated form of Notch
influences the choice between CD4 and CD8 T cell lineages. Cell 87,
483–492.
Rones, M.S., McLaughlin, K.A., Raffin, M., Mercola, M., 2000. Serrate and
Notch specify cell fates in the heart field by suppressing cardiomyogenesis.
Development 127, 3865–3876.
Rones, M.S., Woda, J., Mercola, M., McLaughlin, K.A., 2002. Isolation and
characterization of Xenopus Hey-1: a downstream mediator of Notch
signaling. Dev. Dyn. 225, 554–560.
Sasai, Y., Lu, B., Piccolo, S., De Robertis, E.M., 1996. Endoderm induction bythe organizer-secreted factors chordin and noggin in Xenopus animal caps.
EMBO J. 15, 4547–4555.
Schonhoff, S.E., Giel-Moloney, M., Leiter, A.B., 2004. Minireview:
development and differentiation of gut endocrine cells. Endocrinology
145, 2639–2644.
Schweisguth, F., 2004. Notch signaling activity. Curr. Biol. 14, R129–R138.
Sherwood, D., McClay, D., 1997. Identification and localization of a sea urchin
Notch homologue: insights into vegetal plate regionalization and Notch
receptor regulation. Development 124, 3363–3374.
Sherwood, D., McClay, D., 1999. LvNotch signaling mediates secondary
mesenchyme specification in the sea urchin embryo. Development 126,
1703–1713.
Sherwood, D., McClay, D., 2001. LvNotch signaling plays a dual role in
regulating the position of the ectoderm–endoderm boundary in the sea
urchin embryo. Development 128, 2221–2232.
Smith, J.C., Price, B.M., Green, J.B., Wiegel, D., Herrmann, B.G., 1991.
Expression of a Xenopus homolog of Brachyury (T) is an iimediate-early
response to mesiderm induction. Cell 67, 79–87.
Taira, M., Otani, H., Jamrich, M., Dawid, I.B., 1994. Expression of the LIM
class homeobox gene Xlim-1 in pronephros and CNS cell lineages of
Xenopus embryos is affected by retinoic acid and exogastrulation.
Development 120, 1525–1536.
Tonissen, K.F., Drysdale, T.A., Lints, T.J., Harvey, R.P., Krieg, P.A., 1994.
XNkx2.5, a Xenopus gene related to Nkx2.5 and tinman: evidence for a
conserved role in cardiac development. Dev. Biol. 162, 325–328.
Uyttendaele, H., Marazzi, G., Wu, G., Yan, Q., Sassoon, D., Kitajewski, J.,
1996. Notch4/int-3, a mammalian proto-oncogene, is an endothelial cell-
specific mammalian Notch gene. Development 122, 2251–2259.
Vize, P.D., Jones, E.A., Pfister, R., 1995. Development of the Xenopus
pronephric system. Dev. Biol. 171, 531–540.
Wang, S., Sdrulla, A.D., DiSibio, G., Bush, G., Nofziger, D., Hicks, C.,
Weinmaster, G., Barres, B.A., 1998. Notch receptor activation inhibits
oligodendrocyte differentiation. Neuron 21, 63–75.
Warga, R.M., Nusslein-Volhard, C., 1999. Origin and development of the
zebrafish endoderm. Development 126, 827–838.
Wawersik, S., Evola, C., Whitman, M., 2005. Conditional BMP inhibition in
Xenopus reveals stage-specific roles for BMPs in neural and neural crest
induction. Dev. Biol. 277, 425–442.
Weinmaster, G., 1997. The ins and outs of Notch signaling. Mol. Cell.
Neurosci. 9, 91–102.
Weinmaster, G., 1998. Notch signaling: direct or what? Curr. Opin. Genet. Dev.
8, 436–442.
Weinmaster, G., Roberts, V.J., Lemke, G., 1991. A homolog of Drosophila
Notch expressed during mammalian development. Development 113,
199–205.
Weinmaster, G., Roberts, V.J., Lemke, G., 1992. Notch2: a second mammalian
Notch gene. Development 116, 931–941.
Westin, J., Lardelli, M., 1997. Three novel Notch genes in zebrafish:
implications for vertebrate Notch gene evolution and function. Dev. Genes
Evol. 207, 51–63.
Wettstein, D.A., Turner, D.L., Kintner, C., 1997. The Xenopus homolog of
Drosophila Suppressor of Hairless mediate Notch signaling during primary
neurogenesis. Development 124, 693–702.
